ABSTRACT We report the full-genome sequence of a New Jersey vesiculovirus strain, commonly referred to as vesicular stomatitis New Jersey virus (VSNJV), obtained from an epithelial lesion of a naturally infected cow in Chiapas, Mexico. This genome is a representative from the zone of endemicity in Mexico, a region of high genetic diversity.
sition (40.1%) that were comparable to those of previously published VSNJV genomes. Phylogenetically, NJ03CPB appears to be associated with VSNJV clade I, a group of viral lineages circulating in North America (9) (Fig. 1) . Currently, the biological characteristics of NJ03CPB are being studied using a well-established natural host model in pigs (6, 11) .
Data availability. The complete genome sequence of the NJ03CPB viral strain described here has been deposited in GenBank under the accession no. MK613994.
